Introduction
This report is in two parts. Part one reviews scientific information relevant to the diagnosis, pathobiology, ecology and epidemiology of 
Part 1: Diagnosis and reporting of avian influenza Early scientific thinking on avian influenza
The first account of avian influenza dates back to 1878 when Edoardo
Perroncito, a professor of pathology and parasitology at the Veterinary Faculty of the University of Torino, Italy, described a contagious disease that caused high flock mortality, affecting chickens and turkeys in northern Italy (3) . In 1901 Centanni and Savonuzzi (4) showed that the agent responsible for 'fowl plague', a term that was later coined by Beaudette (5) in 1925, was an ultra-filterable agent.
This eliminated the initial confusion with the acute septicaemic form of fowl cholera caused by Pasteurella multocida. However, Newcastle disease, which was first described in 1926 (6, 7) , and is clinically similar to fowl plague in that it is capable of causing high flock mortality in susceptible poultry, continued to cause confusion in the diagnosis of fowl plague. In 1934, Burnet and Ferry (8) demonstrated that the two diseases were caused by different viruses. As explained in the review by Alexander and Brown (9) , all the viruses recognised as avian influenza in the first half of the 20th Century were fowl plague virus isolates (all considered to be the same virus), belonging to what is now recognised as the H7 subtype. Outbreaks of fowl plague that were associated with imports from northern Italy were widespread across Europe during the early part of the 20th Century (10) and were made notifiable in some of these countries as early as 1903.
Scientific understanding of avian influenza after 1955
The relationship of highly pathogenic avian influenza (HPAI) virus with other influenza viruses began to emerge in 1955, when Schäfer (9) . The first of these (17) showed that the intravenous and intracerebral pathogenicity index tests, which were normally used for Newcastle disease virus isolates, could also be used to quantitatively measure the virulence of avian influenza viruses. These tests also showed a lack of correlation between virulence and antigenic type.
First official use of the term 'highly pathogenic avian influenza'
At cleavage site will ever be found in a non-H5/H7 field isolate from poultry.
In this vein, the phenomenon of non-homologous recombination as a mechanism by which H7 viruses could acquire a polybasic HA 0 cleavage site first came to light as a result of laboratory experiments (47, 48) that were carried out more than a decade before the first reports that this same mechanism was responsible for the evolution to highly pathogenic virus in the field (27, 28, 29) . Taking into account the developments described above, current scientific evidence supports the recommendations of the Terrestrial Code (1).
The role of wild birds as a reservoir of avian influenza infection for poultry
The exposure of gallinaceous poultry to low pathogenicity H5/H7
viruses of wild bird origin does not appear to be a rare event (49). Nonetheless, epidemiologic investigations and phylogenetic analysis imply that the wild bird reservoir is the original source of H5/H7
viruses of low pathogenicity that give rise to highly pathogenic viruses, and that the latter viruses do not form a separate or unique phylogenetic lineage or lineages in waterfowl (24, 25 that the evolution of H5/H7 viruses from low to high pathogenicity, which occasionally follows the introduction of a wild bird virus into poultry, may not be solely due to a change in host species or the higher rates of pathogen transmission that may indirectly select for higher levels of virulence (low virulence may be a selective advantage when host-host contacts are infrequent). These authors suggested that the process may also be driven by a larger set of ecological parameters which are encountered in artificial ecosystems. These include a more uniform age structure, lower genetic diversity and more constant environmental conditions, all of which could contribute to the selection of more virulent virus variants. At this stage, scientific evidence does not provide a clear basis on which to predict which LPAI H5/H7 viruses will remain of low pathogenicity and which will mutate to become highly pathogenic. As discussed above, in addition to a polybasic HA 0 cleavage site, cryptic virulence determinants can also influence the pathogenic phenotype of a virus. The rate at which an H5/H7 low pathogenicity virus acquires the necessary genetic changes to become highly pathogenic is determined in large part by the error rate of the viral polymerase, which is approximately 10 
Diagnosing avian influenza
The standards for diagnostic tests, including pathogenicity testing of influenza A virus isolates from poultry, are described in the OIE be of low pathogenicity in chickens, using one of the in vivo methods described above, the amino acid sequence of the connecting peptide of the haemagglutinin must be determined. If the sequence is similar to that observed for other HPAI virus isolates (i.e. it contains a polybasic HA 0 cleavage site), the isolate is then considered to be highly pathogenic.
Manual of Diagnostic Tests and Vaccines for Terrestrial Animals
The detection of infection with an avian influenza virus can be based upon isolating and characterising the virus, as described above, or by identifying the presence of viral RNA that is specific for a virus of 
Relevant definitions in the Terrestrial Code
As with all normative publications, it is important to establish clear (or, as an alternative, with at least 75% mortality), as described below.
The 'NAI viruses' were divided into highly pathogenic notifiable avian influenza ('HPNAI') and low pathogenicity notifiable avian influenza ('LPNAI'), which were defined as follows:
'HPNAI viruses have an IVPI in six-week-old chickens greater than In summary, these amendments did not change the requirements for safe trade in any significant way. Rather, the presentation of the chapter was improved and clarified.
Other relevant definitions
Further relevant definitions are as follows (1):
Establishment: means the premises in which animals are kept.
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Compartment: means an animal subpopulation contained in one or more establishments under a common biosecurity management system with a distinct health status with respect to a specific disease or specific diseases for which required surveillance, control and biosecurity measures have been applied for the purpose of international trade.
Zone/region: means a clearly defined part of a territory containing an animal subpopulation with a distinct health status with respect to a specific disease for which required surveillance, control and biosecurity measures have been applied for the purpose of international trade.
Veterinary Authority: means the Governmental Authority of an OIE Member, comprising veterinarians, other professionals and paraprofessionals, having the responsibility and competence for ensuring or supervising the implementation of animal health and welfare measures, international veterinary certification and other standards and recommendations in the Terrestrial Code in the whole territory.
OIE requirements for reporting avian influenza
In the Terrestrial Code, the requirements for reporting disease events to the OIE are provided in Chapter 1.1. and the OIE-listed diseases in Risk management for processed poultry meat and products is covered in section 2.9.
Risk management: eggs for human consumption 
Inactivation of avian influenza viruses in poultry products
Avian influenza viruses are relatively unstable and can be inactivated In many countries, commercial poultry production takes place in 'industrial', vertically integrated production systems, where all inputs and outputs are under the control of a company or consortium of companies. This type of production system is well suited to compartmentalisation. At the request of Member Countries, the OIE is providing advice to help to implement this concept.
Vaccination against avian influenza
The OIE does not recommend the widespread use of vaccination for 
